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ABSTRACT

Time course gene expression data comprising transcript abundance measurements of
large number of genes at various time points is a typical type of data generated in the files
of biology and medical research. One major goal for such study is to find clusters of genes
with similar temporal expression pattern. The current commonly used methods usually
oversimplify the data structure. In this paper, we model the data using Gaussian Process
with a spline mean and propose two clustering procedures. Using a microarray expression
dataset of 30 genes along fruit fly embryogenesis (31 time points), we apply previous methods
and our own procedures and discuss the result.
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